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Table S1: Nucleotide sequences of the predominant yeast species in Tchoukoutou and Atan.

Samples

Nucleotides sequences

species

Tchoukoutou

>a3-NL_lc_F00.abl

AATGCATTCCTCAGTACGGCGAGTTGAAG
CGGGAAAGCTCAATTTTGAAATCTGTCAA
CATTTCTTTTTGTTGTCCGAGTTTGTAATTA
TCAAGAAGCTGCTTTGAGTGTAGACGATC
GGTCTAAGTATCCTTGGAACAGGACGTCA
GAGAGGGTGAGAACCCCGTCTTTGGTCGA
TTGGATATGCCATATAAAGCGCTTTCGAA
GAGTCGAGTTGTTTGGGAATGCAGCTCTA
AATGGGTGGTAAATTTCATCTAAAGCTAA
ATATTGGCGAGAGACCGATAGCGAACAAG
TAGAGTGATCGAAAGATGAAAAGAACTTT
GAAAAGAGAGTTAAATAGTACGTGAAATT
GCTGAAAGGGAAGCATTGGAAATCAGTCT
TACCTGGGTGAGATCAGTAGTCTCTTCGCG
AGACTATGCACTCTGAACCTGTGGTAGGT
CAGCATCAGTTTTCGGGGGCGGAAAAAGA
ATAAGGGAAGGTGGCTTTCCGGGTTCTGC
CTGGGGAGTGTTTATAGCCCTTGTTGTAAT
ACGTCCACTGGGGACTGAGGACTGCGGCT
TCGTGCCAAGGATGCTGACATAATGGTTTT
CAATGGCCCGTCTTGAACCTCGGACCACA
ACCTGGGAAACCATTATGTCTGCATCCTTG
GCACGGGGCCGCATTCCTCAGTCGCCAGT
GGACGTATTACAACAAGGGCTATAAACAC
TCCCCAGGUAGAACCCGGATAGCCACCTT
CCCTTATTCTTTTTCGCCCCGAAAACTGAT

GCTGACTACCACAGGTTCAAAGTGCATAG
TCTCGCGAAGAGACTACTGATCTCACCAG

GTAGACTGATTTCAATGCTTCCTTTCAGCA
TTTCACGTACTATTTAACTCTCTTTTCAAGT
TCTTTTCATCTTCGATCATCTACTTGTCCTA
TCCGTCTTCGCATATTTAGCTTAGATGAAT
TACAACATAGAGCTGCATCAACATCGACT
TCGATGCTTAATGCATATCATCGACAAGA
CGGTTCACCTCTGGCTCGTCCAGAACATGA
AGCTGTCTACTAAGGCCTTGGAATATCACT
GGCAAAGAAGTTGCAGATTCATTAGCTTC
GTACGCTAGGACGATTCGCTTITGATTGACG

pombe
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>Tf3-NL _1le O11.abl Saccharomyces
cerevisiag
GCGACTGGATTGCCTCAGTAGCGGCGAGT
GAAGCGGCAAGAGCTCAGATTTGAAATCG
TGCTTTGCGGCACGAGTTGTAGATTGCAG
GTITGGAGTCTGTGTGGAAGGCGGTGTCCA
AGTCCCTTGGAACAGGGCGCCCAGGAGGG
TGAGAGCCCCGTGGGATGCCGGLGGAAGC
AGTGAGGCCCTTCTGACGAGTCGAGTTGTT
TGGGAATGCAGCTCCAAGCGGGTGGTAAA
TTCCATCTAAGGCTAAATACTGGCGAGAG
ACCGATAGCGAACAAGTACTGTGAAGGAA
AGATGAAAAGCACTTTGAAAAGAGAGTGA
AACAGCACGTGAAATTGTTGAAAGGGAAG
GGTATTGCGCCCGACATGGGGATTGCGCA
CCGCTGCCTCTCGTGGGUGGCGCTCTGGGE
TTTCCCTGGGCCAGCATCGGTTCTTGCTGC
AGGAGAAGGGGTTCTGGAACGTGGCTCTT
CGGAGTGTTATAGCCAGGGCCAGATGCTG

CGTGCGGGGACCGAGGACTGCGGCCGTGT
AGGTCACGGATGCTGGCAGAACGGCGCAA

CACCGCCCGTCATAAACAAACGGGACAAA
A
Atan =B3-NL_1e M23.abl Saccharomyces

cerevisiae

TACGGGGATGCCTCTCTTACGGCGAGTGA
AGCGGCAAAGCCAAACTGAGAATGGAGC
AGGGGGTAGAGATGTATTGGAGAGGGCAA
GCTGGGGTGAACTGACATGAACAAGGAAC
AGGACGAATAGAGGGTGAGAATCCGTGTG
GCGAGGAGTGCGGTTCTTTGTAAAGTGCC
TTCGAAGAGTCGAGTTGTTTGGGAATGCA
GCTCTAAGTGGGTGGTAAATTCCATCTAA
AGCTAAATATTGGCGAGAGACCGATAGCG
AACAAGTACAGTGATGGAAAGATGAAAA
GAACTTTGAAAAGAGAGTGAAAAAGTACG
TGAAATTGTTGAAAGGGAAGGGCATTTGA
TCAGACATGGTGTTTTGTGCCCTCTGCTCC
TTGTGGGTAGGGGAATCTCGCATTTCACTG
GGUCCAGCATCAGTTTTGGTGGCAGGATAA
ATCCATAGGAATGTAGCTTGCCTCGGTAA
GTATTATAGCCTGTGGGAATACTGCCAGCT
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GGGACTGAGGACTGCGACGTAAGTCAAGG
ATGCTGGCATAATGGTTAGAAGCCGCCCA
TCTTGAACCCCCGGACC

~D3-NL_1b_C03.abl,

TCCGTTAGTTCCGGCCGAAGTGAAGCGGA
TAAGCAAGAAATGAGAACGGGAGCAAGG
GGTTCGAGTCTTAATCTGGAGAGGGCAAC
TTTGGGGTGAAGTGGTATCTGAAGTTCGG
AACAGGAGGACATAGAGGGCGAGAAACC
GTGTGGCGAGGAGTGCGGAACTACGTAAA
GTGCCTTCGAAGAGTCGAGCTGTTTGGGA
ATGCAGCTCTAAGTGGGTGGTAAATTCCA
TCTAAAGCTAAATATTGGCGAGAGACCGA
TAGCGAACAAGTACAGTGATGGAAAGATG
AAAAGAACTTTGAAAAGAGAGTGAAAAA
GTACGTGAAATTGTTGAAAGGGAAGGGCA
TTTGATCAGACATGGTGTTTTGTGCCCTCT
GCTCCTTGTGGGTAGGGGAATCTCGCATTT
CACTGGGCCAGCATCAGTTTTGGTGGCAG
GATAAATCCATAGGAATGTAGCTTGCCTC
GGTAAGTATTATAGCCTGTGGGAATACTG
CCAGCTGGGACTGAGGACTGCGACGTAAG
TCAAGGATGCTGGCATAATGGTTATATGC
CGCCCGTCTTAAAAACCAAACCCATTCT

Saccharomyces

boulardil

=1-NL_1c_Cl3.abl

CAATCGTATTGCCTTAGTAGCGGCGAGTG
AAGCGGCAAAAGCTCAAATTTGAAATCTG
GCACTTTCAGTGTCCGAGTTGTAATTTGAA
GAAGGTATCTTTGGGTCTGGCTCTTGTCTA
TGTTTCTTGGAACAGAACGTCACAGAGGG
TGAGAATCCCGTGCGATGAGATGTCCCAG
ACCTATGTAAAGTTCCTTCGAAGAGTCGA
GITGTTTGGGAATGCAGCTCTAAGTGGGT
GGTAAATTCCATCTAAAGCTAAATATTGG
CGAGAGACCGATAGCGAACAAGTACAGTG
ATGGAAAGATGAAAAGAACTTTGAAAAGA
GAGTGAAAAAGTACGTGAAATTGTTGAAA
GGGAAGGGCTTGAGATCAGACTTGGTATT

Candida parapsilosis
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TTGTATGTTACTCTCTCGGGGGTGGCCTCT
ACAGTTTACCGGGCCAGCATCAGTTTGAG
CGGTAGGATAAGTGCAAAGAAATGTGGCA
CTGCTTCGGTAGT
GTGTTATAGTCTTTGTCGATACTGCCAGCT
TAGACTGAGGACTGCGGCTTCGGCCTAGG
ATGTTGGCATAATGATCTTAAGTCGCCCGT
CTTGAAAAAAMAGGAACAC




