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Table S1. Correlations between MAL as well as immune cell markers utilizing TIMER2.0.

LUAD (n=515) BRCA (n =1100)
Description Markers None Purity None Purity
rho P rho P rho P rho P

Activated CDS T cell CD37 0.45 oAk 0.39  xH* 0.68 EE (.55
CD3D 0.32 HoHE 022  x** 0.78 FRE L 0.69 0 X
CD3E 0.39 HoHE 031 *** 0.78 FHRE L 0.69 0 X
CD3G 0.32 HHE 024  x** 0.70 ¥*E o 0.01 ok
CD69 0.37 HxE 030  *** 0.65 RHRE (.52 HEkE
CD8A 0.69 ¥R (.59 HkE
IL2RB 0.61 ¥R 0.50 0 HRHkE
GZMA 0.70 ¥R 0.60 0 HFHE
NKG7 0.71 EE L 0.60 0 EE
ZAP70 0.33 oAk 0.25  xx* 0.73 EE L 0.64 0 EEE
GZMK 0.37 ok 0.30  kx* 0.74 RE (.64 0 FEE
LCK 0.34 oAk 0.26  *** 0.79 R 0.71 ok
PIK3IP1 0.39 ok 037  xH*

Effector memeory CD8 T CCR5 0.62 ¥EE (050 0 kxE
ACAP1 0.38 oAk 0.29  xx* 0.77 RE S 0.68 0 X
HAPLN3 0.63 RE (.50 0 R
FCRL6 0.63 RE L 0.50 0 HkE
GZMM 0.36 ok 029  wH* 0.71 *E - 0.61 ok
HLA-DPAL1 0.33 ok 027  x**
HLA-DPBI 0.37 ok 031  ***
FLT3LG 0.38 HoHE 031 ***

Activated CD4 T cell CCLS 0.72 FHRE L 0.63 X
CCR7 0.44 HHE 0.38  ¥** 0.76 FRE0.67 0 HFFE
SELL 0.32 HxE 023 x** 0.67 kERE (.57 0 HREkE
TRATI 0.36 HHE 029  ¥** 0.74 ¥R 0.64 X
ITK 0.37 Hxk 029  ¥** 0.74 ¥R 0.64  FHE

Central memory CD4 T cell SIRPG 0.75 R 0.67 0 X
LSP1 0.35 oAk 028  xH*
FYN 0.36 oAk 031  ***

Effector memeory CD4 T cell 1L34 0.44 HAK 0.39 k¥ 0.58 *¥E* 045 oAk
WIPF1 0.31 ok 0.22  kxx 0.53 RE 036 0 HEE
TALI1 0.36 ok 033  wHx
SIGLEC6 0.39 oAk 0.34  xx*

T follicular helper cell GPR18 0.66 RE (.56 0 HEkE
PDCDI1 0.69 RE (.59 HEkx
FGF2 0.31 ok 026  ***
GPR18 0.34 ok 026  ***
CD83 0.36 ok 031 ***
CLEC10A 0.35 ok 027  *** 0.70 RHRE (.59 HEkE

Gamma delta T cell CCL13 0.60 R 051 ok
CARDS 0.30 xRk 024  x**
ACP5 0.32 HHE 026  ***

Type 1 T helper cell CD53 0.60 R 047 ok
TBX21 0.73 ¥R 0.63 HFEE
CD96 0.73 RE (.63 HEE
CD48 0.73 R 0.64 0 EEE
CD52 0.74 EE (.64 0 FEE
CD7 0.74 EE Q.65 EE
CD6 0.78 RE 070 0 HEE

RCSD1 0.42 ek 036 HEE 0.62 RE 048 HEkE
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TIGIT ook ok 0.73 R (.64 kkE
SITI1 0.39 Ak (033 wwk 0.77 RE (.68 0 Rk
TRAF1 0.66 AR ()54
CD438 0.41 AR (035 wwk
CD52 0.41 AR (035 wwk
ICAM3 0.41 Ak (035 wwE

Type 17 T helper cell CD40 0.62 RE (047 0 wEE
CCR9 0.34 ¥R 031 wEE
B3GALT2 0.39 ¥R 040 0 FEE

Type 2 T helper cell LAMP3 0.27 HAK 0.25  HFx* 0.70 *E* - 0.58 ok
ASB2 0.37 ¥R 029 wEE 0.70 ¥R (.64 REE
CXCR6 0.28 ¥R (0.19  wEE 0.69 K (.58 HEX

Regulatory T cell FOXP3 0.29 HAK 0.20  F** 0.63 *EE (.54 R
PLEK 0.29 kR 020 0 wEE 0.58 RE (045 0 kkE
ITGA4 0.33 k(025 wEE
PTGIR 0.49 R 045 wwE

Activated B cell TNFRSF17 0.36 R (030 0wk 0.64 AR (.52 Rk
BLK 0.45 Rk (039 wwE 0.69 RE (.59
CD19 0.41 R (034 wwk 0.70 RE (.60 0 RkE
MS4A1 0.42 R (036 0 HEE 0.74 RE (.64 wkE
CD79B 0.44 Ak (.38 wwk 0.76 R (.66 RkE
SPIB 0.40 AR (034 wwE 0.77 RE (.69 0 kkE
CR2 0.35 REE (031 REE 0.62 HAE ()53 ok
PNOC 0.36 R (029 kEE 0.62 FRE (50 0wk
AKNA 0.34 kR 027 xE*E 0.64 ¥R (.50 0 HEHkE
CD38 0.65 RE (.57 0 HEE
FCRL2 0.67 RE (.57 wEE
ARHGAP25 0.40 ¥k (.33 wEE 0.68 RE (.55 HExE
HLA-DOB 0.41 ¥R (.35 wEE 0.72 RRE (.63 HEX
TCL1A 0.30 R (022 wEE 0.73 ERE(0.65 0 HEX
CD27 0.43 kR (.37 wEE 0.77 ¥EE (.68 0 HEX
GNG7 0.45 R 042 wEE
CCL21 0.30 Rk (023 wEk
CLECLI 0.33 R 026 0 FEE
CLECI17A 0.41 R (036 0 FEE

Immature B cell STAPI 0.45 Rk (039 wEE 0.62 RE (.50 0 ek
TAGAP 0.39 Rk (032 wwE 0.62 RE (.50 0 kkE
FCRLS5 0.32 R (026 0 HEE 0.66 AR ()55 ok
FCRLI 0.41 AR (034 wwE 0.68 AR ()58 HkE
FCRLA 0.45 k(039 wwk 0.72 (.61 ok
FCRL3 0.40 REE (.33 kEE 0.74 R (.65 Rk
CD22 0.47 REE (042 kEE

Memory B cell TLR9 0.34 EE (28 kEE 0.61 ¥Rk 0.51 HoHk
FCRL4 0.34 ¥R 026 FF*
STATSA 0.36 kRE 030 FE*

Natural killer cell FASLG 0.60 k049 ok
CRTAM 0.65 R (.52 kkE
FAM49A 0.32 kxR (028 0 wEE
LDB3 0.33 kR (031 wEE
BCL2 0.39 kEE 036 0 FEF

CD56bright natural killer cell CLIC2 0.60 *EE 043 oAk
CDHRI 0.38 rRE(0.33 0wk 0.64 AR (.53 ok
BCLI11B 0.28 Rk 020 0 wEE 0.73 RE (.64 kkE
HDC 0.37 Rk (029 wEE
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CD56dim natural killer cell HLA-E 0.27 HA* 0.17  *** 0.60 *¥k* - 0.46 oAk
IL21R 0.27 oAk 021  *x* 0.60 *EE 047 0 R
CYP27A1 0.39 o 0.36  ***

Myeloid derived suppressor cell IL18BP 0.64 *EE (.52 oAk
CCR2 0.35 o 0.28  kx* 0.68 *RE (.57 0 R
CD2 0.36 HoAE 0.27  kx* 0.75 *RE0.66  FFE
ITGAL 0.38 HoA 0.30  ***
CXCR4 0.38 HoA 0.32 k¥

Natural killer T cell KLRCl1 0.56 ¥EE - 0.45 ok
ICAM2 0.37 Hok 0.32 k¥ 0.57 ** 041 oAk
1L32 0.59 *RE (047 0 wEE
KLRGI 0.35 oAk 0.30  *** 0.59 *RE (047 0 wEE
UBASH3A 0.33 oAk 0.25 0.75 ¥EE O 0.66 0 FEE
HSPB6 0.38 Ak 0.36  *x*
CLECI1A 0.34 oAk 0.28  Fx*

Activated dendritic cell UBD 0.58 *F* - 0.50 oAk
TNFSF14 0.59 ¥EX 046 2 FFE
CLEC4C 0.62 wRE ()52 wEE
CD302 0.30 o 0.34  kx*

Plasmacytoid dendritic cell IL3RA 0.34 o 0.27  kx* 0.53 *E* - 0.35 oAk
ENG 0.38 o 0.33 k¥
ABTBI 0.32 o 0.31 k%

Immature dendritic cell C10RF162 0.53 #kxE o (0.38 oA

Macrophage CNR2 0.44 o 0.39  kx* 0.67 *RE (.56 0 kEE
CD4 0.35 HoA 0.28  *k¥* 0.57 *RE (044 R
MS4A2 0.41 Hok 0.36  ***
CCL14 0.48 HoA 0.44  *x*

Eosinophil GPR183 0.63 *RE (050 0 kxE
LRMP 0.37 Hok 0.31  *** 0.64 *RE (050 0 R
IL5RA 0.40 HoA 0.35  kx*

Mast cell ARHGAPI5 0.44 oAk 0.38  *** 0.63 kK049 0 ke
FCNI1 0.65 *EE 053 ok
SIGLEC8 0.38 HAK 0.32 R
CPA3 0.38 HAK 0.33  kx*

Monocyte CFP 0.34 HAK 0.28  Fx* 0.63 *¥E*X - 0.51 oAk
IKZF1 0.42 HoA 0.36  *** 0.69 *RE (.57 0 R




